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in hemangiopericytoma, 54:173 

in Hodgkin disease, 51:103 

in large bowel tumors, 52:233—235 

in leiomyomas, 52:261; 53:125, 199, 247 

in liposarcoma, 52:268, 269 

in lung cancer, 52:231 

in MDS, 51:73; 55:57; 56:203, 243 

in melanoma, 52:218 

in meningioma, 51:35 

in MEN-1, 52:85 

in Merkel cell tumor, 51:85 

in mesoblastic nephroma, 52:272 

in MFH, 52:258 

in MPD, 51:73 

in myxoid liposarcoma, 51:195 

in neuroectodermal tumors, 51:13 

in oligodendrogliomas, 52:253, 254 

in ovarian cancer, 52:240, 242 

in pancreatic cancer, 52:238 

in parotid gland, 55:19 

in plasma cell leukemia, 52:123, 135 

in pleomorphic adenomas, 52:187 

in rhabdoid tumor, 56:31 

in sarcomas, 52:266 

in schwannomas, 57:121 

in small round cell tumors, 54:1 

in solid tumors, 56:140 

in squamous cell carcinoma, 52:220 

in synovial sarcoma, 52:266, 267 

in thymoma, 52:227 

in thyroid adenomas, 52:157, 221; 
56:231, 277 

in thyroid cancer, 52:216, 221; 54:215; 
56:231 
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in transformed mouse Cells, 53:185 
in tumors, 52:113 
in uveal melanoma, 52:215 
in XP, 51:89 
induced by vincristine, 51:155 
leukemia in FA, 51:1 
numerical changes in tumors, 52:113 
preleukemia in FA, 51:1 
—7 in FA with leukemia, 51:1 
Chromosomes 
1 Alu variations in leukemia, 56:11 
in bladder cancer, 52:231 
in breast cancer, 52:217 
in ependymoma, 54:55 
in esophageal cancer, 55:197 
in Ewing sarcoma, 52:271 
in FA, 51:1 
in hereditary melanoma, 51:45 
in leiomyoma, 52:263; 53:247 
in lymphoma, 53:229 
in meningioma, 51:35 
in Merkel cell carcinoma, 54:109 
in MFH, 52:258 
in neuroblastoma, 55:231 
in pancreatic cancer, 52:238 
in plasma cell leukemia, 52:123 
in tumors, 52:113 
in variant Ph, 51:167 
in Wilms tumor, 52:270 
1p in colorectal cancer, 56:45 
1q trisomy in MDS, 56:243 
Alu variations in leukemia, 56:11 
in clear cell sarcoma, 52:101 
in esophageal cancer, 55:197 
in leiomyoma, 52:263; 53:247 
in lymphoma, 53:113 
in meningioma, 51:35 
in nasal cells, 52:51 
Alu variations in leukemia, 56:11 
in acute monocytic leukemia, 
51:189 
in breast cancer, 53:205 
in esophageal cancer, 55:197 
in hereditary renal cell cancer, 
51:121 
in kidney cancer, 52:245 
in MDS and ANLL, 54:129 
in MFH, 52:258 
in MPD with MDS features, 51:73 
in nasopharyngeal cancer, 54:91 
in pleomorphic adenomas, 52:187 
in esophageal cancer, 55:197 
in leiomyoma, 52:263 
in tumors, 52:113 
in ALL, 52:173 
in large bowel cancer, 54:259 
in liver cancer, 52:240 
in Ph+ CML, 51:273 


in therapy related acute leukemia, 
55:119 

in tumors, 52:113 

Alu variations in leukemia, 56:11 

identification by Alu-based PCR, 
56:95 

in breast cancer, 53:205 

in CLL, 53:35 

in endometrial polyp, 51:279 

in leiomyoma, 55:11 

in lymphoma, 53:229 

in melanoma, 52:257 

in myxoid liposarcoma, 52:268 

in variant Ph, 51:167 

in bladder cancer, 52:231 

in esophageal cancer, 55:197 

in FA, 51:1 

in gynecologic tumors, 55:89 

in leiomyoma, 52:261, 263; 53:125; 
55:11 

in MEN-1, 52:85 

in preleukemia of Down syndrome, 
54:119 

in therapy related acute leukemias, 
55:119 

in tumors, 52:113 

in variant Ph, 51:167 

Alu variations in leukemia, 56:11 

in acute monocytic leukemia, 
51:189 

in breast cancer, 52:27 

in CML, 51:167; 52:71 

in gastric cancer, 54:137 

in hepatoblastoma, 51:281 

in myelofibrosis, 52:63 

in myxoid liposarcoma, 51;195 

in plasma cell leukemia, 52:123 

+8 in esthesioneuroblastoma, 
57:133 

+8,+8 in M4, 54:27 

in bladder cancer, 52:231 

in chondrosarcoma, 52:267 

in myeloma, 55:175 

in Ph+ ALL, 52:43 

9p in Ph+ ALL, 53:139 

Alu variations in leukemia, 56:11 

in Pyronie disease, 52:181 

in renal cancer, 51:137 

in thyroid adenomas, 52:157; 
53:15 

in thyroid cancer, 53;15; 55:73; 
57:209 

in tumors, 52:113 

in variant Ph, 51:167 

10p translocation detected by 
hybridization, 56:23 

Alu variations in leukemia, 56:11 

in ANLL translocations, 55:160 

in Beckwith-Wiedemann syndrome 


Subject Index 


(BWS) and its tumors, 52:270 

in bladder cancer, 52:231 

in breast cancer, 51:183; 53:205 

in Ewing sarcoma, 52:273 

in fibrosarcoma, 52:37 

in germ cell tumors, 52:277 

in MFH, 52:258 

in ovarian cancer, 52:243 

in plasma cell leukemia, 52:173 

in rhabdomyosarcoma, 54:1 

in therapy related acute leukemia, 
55:119 

in tumors, 52:113 

in Wilms tumor, 52:270 

in B-CLL, 51:125; 55:49 

in esophageal cancer, 55:197 

in female genitourinary tumors, 
54:273 

in leiomyoma, 53:125, 247; 54:273; 
55:11 

in lymphoma, 53:229 

in tumors, 52:113 

in variant Ph, 51:167 

i(12p) and 12q-— in germ cell 
tumors, 52:278 

i(12p) in germ cell tumor in streak 
gonad, 57:219 

Not-1 end clones, 52:280 

+12 in benign ovarian tumors, 
52:230 

del(13) in leiomyoma, 53:199 

del(13q) in osteosarcoma from case 
with retinoblastoma, 57:31 

in acute leukemia with lineage 
inconsistency, 55:107 

in leiomyosarcoma, 54:115 

in MDS, 55:149 

in plasma cell leukemia, 52:173 

in rhabdomyosarcoma, 55;257 

+13 in males with ANLL, 57:79 

Alu variations with leukemia, 56:11 

in AT with leukemia, 55:1 

in CMMoL, 52:139 

in leiomyoma, 52:263; 53:247, 55:11 

in lymphoma, 53:229 

in neuroblastoma, 55:231 

in plasma cell leukemia, 52:123 

in tumors, 52:113 

14q11 in ATL, 51:133 

Alu variations in leukemia, 56:11 

15p in giant cell tumor of bone, 
57:161 

Alu variations in leukemia, 56:11 

in acute leukemia, 51:63 

in AMMolL, 51:235 

in breast cancer, 53:205 

+16 in HD, 51:103 

16q22 in translocation in ANLL, 
56:281 


Subject Index 


17 in breast cancer, 52:223; 53:205 
in Ph+ CML, 52:71 
in thyroid adenomas, 52:157 
in tumors, 52:113 
breakpoints on 18 in t(14;18), 
55:135 
in lymphoma, 54:233—234 
in MEN-1, 52:85 
in tumors, 52:113 
CEA gene at 19q13.2, 54:77 
in breast cancer, 53:205 
in CML, 51:167; 52:71 
in leiomyoma, 53:248 
in ovarian tumors (19p+), 52:242 
in tumors, 52:113 
19q in giant cell tumor of bone, 
57:161 
in fibrosarcoma, 52:37 
in tumors, 52:113 
in CMMoL, 51:139 
in therapy related acute leukemia, 
55:119 
in tumors, 52:113 
iso(21q) in hematologic disorders, 
55:101 
in brain tumors, 52:248 
in clear cell sarcoma, 52:101 
in Ewing sarcoma, 52:273 
in leiomyomas, 52:247; 53:125, 247 
in meningioma, 51:35; 52:250 
in neuroectodermal tumor, 51:13 
—22 in acoustic neuroma, 56:87 
Chronic Lymphocytic Leukemia (CLL) 
ABO groups in, 51:113 
cell line, 54:101 
chromosome changes in, 53:35; 55:49; 
57:187 
chromosome 6 in, 53:35 
c-myc and K-ras-2 in, 51:125 
del(12)(p13) in, 51:125 
extra #11 and behavior of CLL cell 
lines, 54:101 
homozygote breakpoint at 13q14, 57:231 
karyotypic evolution, 57:187 
translocations in, 53:35; 55:49 
+12 and +21 in, 51:207 
13q14 in CLL, 57:231 
+Y in, 51:207 
Chronic Lymphoproliferative Disorders 
B-cell, 51:207 
chromosomes in, 55:49 
+12 and +21, 51:207 
+Y in, 51:207 
Chronic Myelocytic (Myelogenous) 
Leukemia (CML) 
ABO groups in, 51:113 
after I’! therapy, 55:217 
basophilic leukemia with t(8;21) and 
t(9;22), 51:215 
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BCR studies, 52:143; 54:247; 57:143 
blastic phase, 51:168; 57:69 
bone marrow transplantation (BMT), 
57:69 
busulfan induced SCE, 52:71 
chromosomal characteristics, 51:167, 
273; 52:143; 54:199, 247; 56:243; 
57:69, 139 
chronic phase, 51:167 
complex translocations, 57:143 
cytogenetics of Ph-negative CML, 52:143 
in Hodgkin disease, 55:277 
karyotype evolution after BMT, 57:69 
long survival, 57:69 
megakaryoblastic transformation, 55:133 
megakaryocytosis and +5, 51:273 
molecular (BCR) studies, 52:143; 54:247; 
57:143 
Ph+ CML after I'*! therapy of thyroid 
cancer, 55:217 
Ph-negative, 52:143 
+Ph,+8,+17,+19 in BP, 51:167 
SCE in, 52:71 
secondary Ph+ CML, 55:217, 277 
study in India, 51:167 
t(3;14)(q26;q11) in megakaryoblastic 
blastic phase, 55:133 
t(3;21) in crisis, 57:153 
variant Ph chromosomes, 51:169; 
54:247; 57:139 
1q trisomy in, 56:243 
+5 in Ph+ CML, 51:273 
Chronic myelomonocytic leukemia 
(CMMoL) 
blastic phase, 55:57 
chromosome changes in, 55:57 
del(15)(q11q15) in, 55:35 
dup of der(21) in, 51:139 
eosinophilia in, 51:277 
i(14q) in, 52:139 
t(5;12) and eosinophilia, 51:277 
t(8;21)(q22;q22) in, 51:139 
+8, —Y, —7/7q— and 12p-, 55:57 
—Y in, 52:139; 55:57 
Clear cell hidradenoma (sweat gland 
carcinoma) 
t(6;22)(p22;q12) in, 52:226 
Clear cell sarcoma 
chromosomes 2 and 22, 52:101 
malignant melanoma of soft parts, 
52:101 
tendons and aponeuroses, 52:101 
Cockayne syndrome 
cancer predisposition, 57:1 
group C fibroblasts, 57:1 
radiation induced chromatid 
aberrations, 57:1 
Colorectal tumors; see Large bowel 
Constitutive heterochromatin 
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C-bands, 51:57 

in prostate cancer, 51:57 

Cytogenetic changes 

blastic phase of CML, 51:167 

dup(1q) in FA with leukemia, 51:1 

Fanconi anemia, 51:1 

in ALL, 51:223; 52:43, 107, 173 

in ANLL, 51:1, 79, 223, 255; 52:1 

in astrocytoma, 53:119 

in ATL, 51:131 

in basal cell carcinoma, 52:220; 54:33; 
56:177 

in benign ovarian tumors, 52:230 

in BMT, 51:223 

in breast adenomas, 52:224 

in breast cancer, 51:183, 239; 53:205 

in cervical cancer, 53:75 

in chondrosarcoma, 52:193; 267 

in chordomas, 56:197 

in clear cell sarcoma, 52:101 

in CLL, 53:35; 55:49; 57:187 

in CML, 51:167 

in CMMoL, 55:57 

in Ewing sarcoma, 52:273; 57:19 

in fibrosarcoma, 52:37 

in germ cell tumors, 52:278; 57:59 

in head and neck tumors, 56:181 

in hemangiopericytoma, 54:173 

in Hodgkin disease, 51:103 

in large bowel tumors, 52:233—235 

in leiomyomas, 52:261; 53:125, 199, 
247 

in liposarcoma, 52:268, 269 

in lung cancer, 52:231 

in MDS, 51:73; 55:57, 56:203, 243 

in melanoma, 52:218 

in meningioma, 51:35 

in MEN-1, 52:85 

in Merkel cell tumor, 51:85 

in mesoblastic nephroma, 52:272 

in MFH, 52:258 

in MPD, 51:73 

in myxoid liposarcoma, 51:195 

in neuroectodermal tumors, 51:13 

in oligodendrogliomas, 52:253, 254 

in ovarian cancer, 52:240, 242 

in pancreatic cancer, 52:238 

in parotid gland, 55:19 

in plasma cell leukemia, 52:123, 135 

in pleomorphic adenomas, 52:187 

in rhabdoid tumor, 56:31 

in sarcomas, 52:266 

in schwannomas, 57:121_ 

in small round cell tumors, 54:1 

in solid tumors, 56:140 

in squamous cell carcinoma, 52:220 

in synovial sarcoma, 52:266, 267 

in thymoma, 52:227 
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in thyroid adenomas, 52:157, 221; 
56:231, 277 

in thyroid cancer, 52:216, 221; 54:215; 
56:231 

in transformed mouse cells, 53:185 

in tumors, 52:113 

in uveal melanoma, 52:215 

in XP, 51:89 

induced by vincristine, 51:155 

leukemia in FA, 51:1 

numerical changes in tumors, 52:113 

preleukemia in FA, 51:1 

—7 in FA with leukemia, 51:1 


Deletions 


chromosome 2 in lymphoma, 53:113 

del(2)(p23) in M2, 57:175 

del(5)(q13q33) in ALL, 52:173 

del(6) in CLL, 53:35 

del(6) in myxoid liposarcoma, 52:268 

del(11q) and (18q) in MDS, 56:203 

del(12)(p13) in CLL, 51:125 

del(13p) in osteosarcoma of case with 
retinoblastoma, 57:31 

del(13p) in thyroid adenoma, 56:277 

del(15) in CMMoL, 55:35 

in ANLL of FA, 51:1 

in APL (M3), 57:204 

in astrocytomas, 52:252 

in BP of CML, 51:170 

in breast cancer, 53:205 

in CMMolL, 55:57 

in colorectal cancer, 56:45 

in esophageal cancer, 55:197 

in Hodgkin disease, 51:105 

in leiomyomas, 53:248; 55:11 

in M2, 57:175 

in pancreatic cancer, 52:238 

in parotid gland cancer, 55:19 

in Ph+ CML, 57:69 

in schwannomas, 57:121 

in uterine leiomyomas, 53:125 

of +7 in preleukemia of DS, 54:119 

5q— in large bowel cancer, 54:259 

9p— in Ph+ ALL, 53:139 


Desmoid tumors 


cytogenetic findings, 56:122 
5q in, 56:122 


Dicentrics 


dic(3;22)(p11;p11 or 12) in thyroid 
cancer, 54:218 

dic(5;5)(p15.3;p15.3) in germ cell tumor, 
57:59 

dic(7;14)(q11;p11) in neuroectodermal 
tumor, 51:13 

dic(Y;18) in acute leukemia, 52:165 

+ dic(11;19)(p15;q13) in giant cell tumor 
of bone, 56:263 


Subject Index 


idic(18q) in lymphoma, 54:233 
idic(22;22)(p11;p11) in thyroid cancer, 
54:215 
in giant cell tumor of bone, 57:161 
in Hodgkin diseases, 51:105 
in kidney and bladder cancers, 56:65 
DNA 
and cytogenetics of pediatric tumors, 
56:112 
content and karyotype in solid tumors, 
56:112 
content in colorectal adenomas, 53:219 
content in MCF-7 breast tumor cell line, 
57:93 
content in mediastinal germ cell tumor, 
54:183 
recombinant analysis in marrow 
engraftment, 55:181 
sequences in YAC of chromosome 21, 
57:109 
Double Minute Chromosomes (DMS) 
in a lipoma, 52:264 
in bladder and kidney cancers, 56:65 
in giant cell tumor of bone, 57:161 
in medulloblastoma, 57:181 
in neuroblastoma, 55:231 
in prostate cancer, 55:79 
molecular analysis, 57:181 
Down syndrome 
acute monocytic leukemia in, 55:97 
loss of all or part of #7, 54:119 
preleukemia, 54:119 
47,XX,+21,dup(12),dup(12) in, 55:97 
Drugs 
chromosome changes, 51:155 
vincristine and chromosome changes, 
51:155 
Duplications 
dup(12) in M5 of Down syndrome, 
55:97 
in ANLL of FA, 51:1 
in Hodgkin disease, 51:105 
1q in MDS, 56:243 
Dysplastic Nevi 
and melanoma, 51:45 


Enchondroma 
cytogenetic findings, 56:119 
t(12;15) in, 56:119 
Endometrium 
clonal changes in sarcoma, 55:163 
normal karyotypes in adenocarcinomas, 
52:242 
numerical changes in early tumors, 
55:89 
polyps of, 51:279; 56:131 
translocations in sarcoma, 55:163 
t(6;20)(p21;q13) in, 51:279; 56:131 


6p in, 51:279 
+7 in, 55:89 
Ependymoma 
myxopapillary, 54:55 
1p in, 54:55 
Erythroleukemia 
chromosome changes, 51:3, 67; 54:11 
drug susceptibility, 51:67 
Fanconi anemia, 51:1 
normal karyotypes, 51:67 
secondary with near-triploid karyotype, 
54:11 
Esophageal tumors 
cytogenetic study, 55:197 
12p- in cancer, 55:197 
Essential thrombocythemia 
distinct entity from CML, 54:21 
Ph+ and ber+, 54:21 
Esthesioneuroblastoma 
+8 in, 57:133 
Ewing sarcoma 
cell line, 57:19 
chromosomes in, 52:273; 54:4; 56:96; 
57:19 
loss of heterozygosity at 1p, 52:271 
molecular studies, 52:271, 273; 57:19 
studies of cell line, 57:19 
t(10;11;22)(p11;q24;q12) in, 56:96 
t(11;22)(q24;q12) in, 54:4; 57:19 
t(11;22)(q24;q12) in ANLL case, 55:157 


Familial conditions 
gastric polyposis, 53:97 
melanoma, 53:237 
SCE in familial melanoma, 53:237 
Fanconi Anemia 
acute megakaryoblastic leukemia (M7), 
51:1 
AML (M1 and M2), 51:1 
AMMoL (M4), 51:1 
AMoL (M5), 51:1 
ANLL, 51:1 
erythroleukemia (M6), 51:1 
International Registry, 51:1 
leukemia in, 51:1 
MDS in, 52:201 
preleukemia in, 51:1 
Review 51:1 
transient t(Y;1)(q12;q21) in, 52:201 
Fibroblasts 
chromosome changes in, 51:89 
in Cockayne syndrome, 57:1 
in MEN-1, 52:85, 222 
in XP, 51:89; 57:1 
Fibrohistiocytic tumors 
cytogenetics of, 52:268 
dermatofibrosarcoma protuberans, 
52:268 
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MFH, 52:268 
plexiform, 52:268 
Fibrosarcoma 
congenital, 52:37 
cytogenetics of, 52:37 
Fluorescence in situ hybridization (FISH); 
see also In situ hybridization 
chromosome 12 in germ cell tumors, 
56:95 
detection of translocations, 56:23, 94 
identification of markers, 52:165; 56:93 
in bladder cancer, 56:99 
in breast cancer line, 56:96 
in Ewing sarcoma, 56:96 
in somatic cell hybrids, 56:94 
of inv(16) and t(16;16) in M4, 57:225 
study of breakpoints in 16p in M4eo, 
57:225 
study of Rb gene, 56:98 
VIM gene and 10p, 56:23 
Yq probe, 52:165 
Follicular lymphoma 
chromosome changes in, 53:113 
del(2), 53:113 
Fragile sites 
and active genes on X, 54:71 
biologic agents and induction, 54:127 
common on X-chromosome, 54:71 
genetic activity and, 55:113 
induction of breaks, 54:39 
synergism between aphidicolon and 
adenoviruses, 54:39 
3p14 in von Hippel-Lindau syndrome, 
56:157 
Fourth International Workshop on 
Chromosomes in Solid Tumors 
Abstracts, 56:93—142 
Conference Overview, 56:89 
Preface, 56:87 


Gallbladder 
cholangiocarcinoma cell line, 56:139 
karyotypic stability in cancer, 56:139 
Gastric Carcinoma; see Stomach 
Gastrointestinal tumors 
breast cancer pS2 protein in, 56:107 
pS2 in colon cancer, 56:107 
pS2 in stomach cancer, 56:107 
Gene mapping 
CEA gene at 19q13.2, 54:77 
in cancer, 55:139 
Genes 
loss of chromosome 17, 57:229 
loss of p53 in solid tumors, 57:229 
Germ cell tumors; also see Testis 
blood disorder after therapy, 52:281 
chromosome changes in, 52:278; 57:59, 
209 
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chromosome 1, 52:271 
del(9)(q21;q22) in, 54:188 
extragonadal (cerebral), 57:41 
hematologic malignancy in 
extragonadal, 57;41 
hematopoietic activity in mediastinal 
tumor, 54:183 
in gonadal dysgenesis, 57:219 
in situ hybridization for malignant cells 
in seminal fluid, 52:271 
in situ studies with chromosome 12, 
56:95, 97 
in streak gonad, 57:219 
i(12p) and 12q- in, 52:278 
lymphocytes in familial cases, 52:281 
mediastinal, 54:183 
NOR studies, 52:280 
pediatric, 56:129 
suppressor genes in, 52:277 
teratoma components, 57:59 
+7,+i(12p) in, 57:219 
11p13 in, 52:279 
Giant cell tumor of bone 
chromosome changes, 57:87; 161 
double minutes in, 57:161 
growth factor overexpression, 56:263 
significance of chromosome changes, 
57:87 
telomere association, 56:263; 57:161 
TGF expression, 56:263 
Gliomas; also see Brain 
cell line with polysomy 22, 52:252 
cytogenetics of, 52:253; 55:225; 56:128 
xanthoastrocytoma, pleomorphic, 55:225 
+7 and —Y (—X) not tumor specific, 
52:249 
Gonadal dysgenesis 
germ cell tumor in streak gonad, 57:219 
mixed, 57:219 
XY female with tumor, 57:219 
+7,+i(12p) in tumor, 57:219 
Gynecologic tumors; also see Ovary and 
Uterus 
chromosome changes, 55:89 
early changes, 55:89 


Hairy Cell Leukemia (HCL) 
ABO groups in, 51:113 
+12 and +21, 51:207 
+Y, 51:207 
Head and Neck Tumors 
cytogenetics of carcinoma, 56:181 
Hemangiopericytoma 
chromosomes in, 54:173 
t(12;19)(q13;q13.3) in, 54:173 
Hepatoblastoma 
chromosome changes, 51:281 
i(8q) in, 51:281 
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t(8;21) in ANLL (M2), 57:103 
whole chromosome paint probes, 56:93 
yeast artificial chromosomes, 52:225 
Yq specific DNA probe, 52:165 
Interleukin-3 
effects on mitotic index and karyotype 
of hemopoietic cells, 55:235 
recombinant, 55:235 
Interphase studies 


Hepatocellular cancer; see Liver 
Hereditary states 

colon cancer, 53:143 

dysplastic nevi, 51:45 

fibroblasts in XP, 51:89 

genetics, pathology, natural history and 

cancer control of colon cancer, 53:143 
kidney cancer, 51:121 
melanoma, 51:45 


Ovarian cancer, 53:161 
pedigree studies in ovarian, 53:161 
X-linked lymphoproliferative disease, 
51:143 
Heterochromatin 
constitutive, 51:57 
in prostate cancer, 51:57 


variability in children with ALL, 54:67 


Hodgkin Disease (HD) 
ABO groups in, 51:113 
chromosome changes, 51:103 


immunoglobulin gene rearrangements, 


51:103 
Lennert lymphoma in treated, 56:116 
nodular thyroid hyperplasia after 
irradiation of, 53:15 
secondary Ph+ CML in, 55:277 
Homogeneously staining regions (HSR) 
in breast cancer, 52:27, 218 
in lipoma, 52:264 
in neuroblastoma, 55:231 


in 8p1 in breast cancer, 52:27 

lack of gene amplification in, 52:27 
Hydatidiform moles 

complete, 54:143 

molecular genetics, 54:143 


Immunoblastic lymphoma 
chromosome changes in, 53:113 
del(2), 53:113 
Immunoglobulin 
gene rearrangements in HD, 51:103 
In-situ hybridization 
chromosome 1 in prostate cancer, 
52:247 

chromosome 11 in tumors, 52:273 

chromosome 12 in germ cell tumors, 
52:279; 56:95 

gene mapping, 52:274; 55:139 

identification of markers, 52:165, 245; 
56:93 

in bladder cancer, 52:231, 245 

in Ewing sarcoma, 52:273 

in germ cell tumors, 56:95, 97 

in MCF-7 breast cancer line, 57:93 

in renal cancer (3p), 51:121 

in seminal fluid (#1), 52:271 

nonradioactive, 52:165, 225, 245, 274; 
56:93, 94 


cytogenetics, 52:225, 248 

in bladder tumors, 52:231, 245 

in brain tumors, 52:248 

in male breast cancer, 55:243 

in prostate cancer, 52:247 

in renal cancer, 51:121 

in situ hybridization, 51:23; 52:225, 248, 
274 

nuclei studies, 51:23 


Inversions 


in AT, 56:144 

in giant cell tumor of bone, 57:161 

in M4, 57:195 

in Ph+ CML, 57:69 

inv(3) in Ph+ CML, 57:72 

inv(4)(p14q25) in basal cell carcinoma, 
52:220; 56:177 

inv(8)(p23q12) in pleomorphic 
adenoma, 52:189 

inv(10)(p11q22) in pleomorphic 
adenoma, 52:189 

inv(13)(p11q32) in M2, 54:166 

inv(14) in cancer of larynx, 56:184 

inv(14) in T-PLL and T-leukemia in AT 
patients, 55:1 

inv(14)(q11.2q32.1) in T-lymphoma, 
54:269 

inv(16) in M4, 55:269; 57:195 

inv(16)(p13q22) in acute leukemia, 
51:63, 235 
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—22 in, 53:127 


Liver 


chromosome 5 allele loss in cancer, 
52:240 
hepatocellular carcinoma, 52:240 


Loss of heterozygosity 


at 1p in Merkel cell carcinoma, 54:109 

at 3p in nasopharyngeal cancer, 54:91 

at 11p in rhabdomyosarcoma, 54:1 
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Neuroendocrine tumors 
cytogenetics, 51:85 
Merkel cell, 51:85 

Neurofibroma 
cytogenetics of, 52:254 

Neurofibromatosis 
cytogenetic studies in, 52:250 
RFLP analysis in type 1, 52:250 

Neurofibrosarcoma 
cytogenetics of, 52:254 

Neuroma 
acoustic, 56:83 
cytogenetics in acoustic, 56:83 

Non-Hodgkin lymphoma (NHL); see 

Lymphoma 

Nucleolar Organizing Regions (NOR) 

in testicular tumors, 52:280 


Oligodendroglioma; also see Brain and 
Glioma 
chromosomes in, 52:253—254 
Oncocytoma 
renal with chromosome changes, 56:134 
Oncogenes 


Subject Index 


c-myc and K-ras-2 in CLL, 51:125 

c-myc and HL-60 leukemia cells, 56:57 

erb-B in ATL, 51:133 

Ha-ras and INS in nephroma, 52:272 

in breast cancer, 52:224 

in large bowel tumors, 52:233 

in papillary thyroid cancer, 52:216 

in small round-cell tumors, 54:1 

Ick in colon cancer, 52:236 

melanoma locus in Xiphophorus, 52:215 

met in gastric cancer cell line, 52:237 

myc in neuroblastoma, 52:275 

N-myc in neuroblastoma, 54:253 

oncogene myb in melanoma, 52:219 

oncogenes in breast cancer lines, 51:239 

RB-1 in osteosarcoma of Sertoli Leydig 
tumor of testis, 52:269 

Osteosarcoma 

cell line with 13q-—, 57:31 

loss of heterozygosity of 13 and 17, 
53:45 

molecular studies in, 57:31 

small cell, 54:1 

suppressor genes in, 53:45 

t(11;22)(q24;q12) in, 54:1 

13q and 17p in, 53:45; 57:31 

Ovary 

benign tumors, 52:230 

chromosome changes, 52:240; 55:89 

granulosa cell tumor, 56:130 

hereditary cancer, 53:161 

immature teratoma, 56:129 

mucinous cystadenoma, 52:230 

numerical changes in early stages of 
tumors, 55:89 

tumor and mosaicism in Turner 
syndrome, 56:114 

t(1;11)(q25;q23) in cystadenoma, 52:230 

+7 in early tumors, 55:89 

9q12 and ERB B-2 in, 56:108 

11p- in cancer, 52:243 

+12 in mucinous cystadenoma, 52:230 

+12 in tumors, 54:273 

19p+ in seropapillary 
cystadenocarcinomas, 52:242 

—X in adenofibroma, 52:230 


Pancreas 
cancer, 52:238 
cytogenetic of cancer, 52:238 
pS2 gene in pancreatic cancer, 52:239 
Papillomavirus 
in genital carcinomas, 52:230 
in nasal and nasopharyngeal cells, 52:51 
in pleomorphic adenomas, 52:187 
integration in genital tumors, 52:230 
integration sites in nasal cells, 52:51 


Subject Index 


no sequences at 3p21 of pleomorphic 
adenomas 52:187 
type 16, 52:51, 230 
Parotid gland 
evolutionary characteristics, 55:19 
karyotypic variability, 55:19 
PCR (Polymerase Chain Reaction) 
molecular markers, 52:19 
residual leukemia, 52:19 
Penile cancer 
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variant Ph in CML, 57:139 
variant Phs, 51:169, 260; 52:43; 54:247; 
57:69, 143 
Plasma cell 
chromosomes in leukemia, 52:123, 135 
leukemia, 52:123, 135 
Pleomorphic adenomas 
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t(2;13)(q35;q14) breakpoints, 56:120 
variant t(2;13) in, 55:191 
Ring chromosome 
in a lipoma, 52:264 
in astrocytoma, 52:253 
in leiomyosarcoma, 54:115 
in MFH, 522:258 
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